Key indicators: single-crystal X-ray study; T = 291 K; mean (C-C) = 0.003 Å; R factor = 0.034; wR factor = 0.087; data-to-parameter ratio = 11.7.
In the title complex, [Cu(C 6 H 4 N 5 ) 2 ], the Cu II ion lies on an inversion center and is coordinated by two chelating 5-(pyridin-2-yl)tetrazolide ligands in a slightly distorted squareplanar coordination geometry. In the crystal, -stacking interactions, with centroid-centroid distances in the range 3.4301 (14)-3.4387 (13) Å , link the complex molecules along [101] .
Related literature
For background to coordination complexes, see: Lu et al. (2011); Yang et al. (2012) .
Experimental
Crystal data [Cu(C 6 Coordination complexes (polymers) have drawn broad attention in recent decades due to their promising applications in catalysis, sensing and gas adsorption/separation (Yang et al., 2012; Lu et al., 2011) . Despite several investigations, a detailed analysis of single crystal structures of coordination complexes is also of importance for the study of specific bonding between supramolecules in the solid state.
We report here a coordination complex, formulated as Cu(pytz) 2 (pytz = 5-(pyridin-2-yl)tetrazolide). The molecular structure of the title compound is shown in Fig. 1 . The Cu II ion is located on an inversion center. The pytz ligand coordinates to the Cu II ion via two symmetry related pyridine N atoms and two symmetry related tetrazolide N atoms.
The Cu-N bond distances are 1.956 (2) These stacking interactions allow for intermolecular Cu···N contacts of 2.993 (1)Å (Fig. 2) .
The title complex was synthesized by the addition of CuNO 3 (2 mmol) to an ethanol solution of Hpytz (4 mmol). The mixed solution was allowed to evaporated solwly at room temperature, and blue prismatic crystals were isolated in about 15 days. Analysis calculated for C 12 H 8 N 10 Cu: C 40.51, H 2.27, N 39.37%; Found: C 40.48, H 2,21, N 39.30%.
Refinement
The H atoms on carbon were placed in calculated positions [C-H = 0.93 Å (aromatic), and U iso (H) = 1.2U eq (C aromatic )] using a riding model approximation.
Computing details
Data collection: RAPID-AUTO (Rigaku, 1998 ); cell refinement: RAPID-AUTO (Rigaku, 1998) ; data reduction:
CrystalStructure (Rigaku/MSC, 2006); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEPII (Johnson, 1976) ; software used to prepare material for publication: SHELXL97 (Sheldrick, 2008 
Figure 1
The molecular structure with ellipsoids drawn at the 30% probability level. Unlabeled atoms are related by the symmetry operator (-x, -y+1, -z+1). 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

